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Abstract

Introduction Breast cancer is second leading cause of cancer-related-deaths in women.
Therefore, identification of prognostic biomarkers, with the aim of spotting high-risk in-
dividuals along with proper management of patients during their treatment phase, is of
paramount importance. It has been recently reported that genetic variants in ABCB1 and
CYP1B1 genes correlates with many cancers including breast cancer, although their role
as predisposition marker is still remained to be elucidated. The aim of current study was
to evaluate the predictive value of two genetic variants, namely ABCB1/Rs2032582 and
CYP1B1/Rs1056836 in breast cancer patients.

Materials and Methods: The present study was carried out on 112 breast cancer patients
and 200 female individuals as the control group. Genomic DNA was extracted. Genotyp-
ing was carried out using TagMan real time PCR method in case and control groups. The
associations of this genetic variant were evaluated with breast cancer risk and pathological
information of patients.

Results: Our data demonstrated that the genetic variant in ABCB1 gene was associated
with tumor size, using recessive genetic model. In other words, patients with TI" genotype
were correlated with larger tumor size. Moreover, CYP1B1/Rs1056836 polymorphism
did not have any correlation with metastasis status, nodal involvement, tumor size and
stage of disease.

Conclusions: We demonstrated the association of TI' genotype in ABCB1/Rs2032582
with tumor size of breast cancer patients, indicating further studies in a larger population
to show the value of emerging marker as a risk stratification biomarker in breast cancer.



